BLAST Programs

Basic Local Alignment Search Tool

http://www.ncbi.nlm.nih.gov/Education/BLASTinfo/query_tutorial.html
http://www.ncbi.nlm.nih.gov/BLAST/ 

	Program
	Query
	Data Base
	Comments

	BLASTN
	Nucleotide
	Nucleotide
	Tuned for high-scoring matches

	BLASTP
	Protein
	Protein
	Tuned for distant relationships (seg)

	BLASTX
	Nucleotide (Trans)
	Protein
	Useful for analysis of new DNA and EST’s

	TBLASTN
	Protein
	Nucleotide (Trans)
	Useful for finding unannotated sequences

	TBLASTX
	Nucleotide (Trans)
	Nucleotide (Trans)
	Useful for EST analysis


Seg filter –Dna and Protein may have low-complexity regions (LCRs) that cause false positive matches the seg filter partitions the sequences into low and high complexity regions.

Protein Sequence Databases for use with BLAST

	Database
	Description

	nr
	Non-redundant merge of SWISS-PROT, PIR, PRF, and PDB sequences

	month
	Subset of nr which is new or modified within the last 30 days

	swissprot
	The SWISS-PROT database

	pdb
	Sequences parsed from three-dimensional structures

	ecoli
	Complete set of proteins encoded by the E.coli genome

	yeast
	Complete set of proteins encoded by the S.cerevisiaei genome

	drosoph
	Complete set of proteins encoded by the D.melanogaster genome


Nucleotide Sequence Databases for use with BLAST

	Database
	Description

	nr
	Non-redundant merge of GenBank excluding EST, STS, and GSS

	month
	Subset of nr which is new or modified within the last 30 days

	est
	GenBank EST division (expressed sequence tags)

	sts
	GenBank STS division (sequence tagged sites)

	htgs
	GenBank HTG division (high-throughput genomic sequences)

	gss
	GenBank GSS division (genome survey sequences)

	ecoli
	Complete genomic sequence of E.coli genome

	yeast
	Complete genomic sequence of S.cerevisiaei genome

	drosoph
	Complete genomic sequence of D.melanogaster genome

	mito
	Complete genomic sequences of vertebrate mitochondria

	alu
	Collection of primate Alu repeat sequences

	vector
	Collection of popular cloning vectors


