Structural Bioinformatics
Thursday, 3/17/08:
Lab #5: Homology Modeling
1.
Obtain the SwissPDB program and install it on a PC in our laboratory (if its not there already) http://www.expasy.ch/spdbv/ ).
change Preferances/Network  to www.swissmodel.unibas.ch
add Preferences/Swiss-Model  your name and email address
2.
Work through the Rhodes tutorial 
a version can be found on our class server handouts section
http://cat.middlebury.edu/~chem/chemistry/class/bio/ch324/handouts/  L8_Rhodes_tut.doc

3.
Create a Homology Model for a protein related to your final project.

Answer the questions in the tutorial.
4. 
In Genomics, Proteomics, & Bioinformatics answer the following discovery questions in chapter 8.
50, 55, 56, 67, and 68

